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<150> 09/137,945; unassigned; 09/137,578; unassigned 
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<160> 5 

<170> PERL Program 

<210> 1 

<211> 147 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> misc_feature 

<223> Incyte Clone No: 999661 
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<210> 2 
<211> 133 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> misc_f eature 

<223> Incyte Clone No: 1415354 

<400> 2 

Met Ala Met Val Ser Ala Met Ser Trp Val Leu Tyr Leu Trp He 

1 5 10 15 
Ser Ala Cys Ala Met Leu Leu Cys His Gly Ser Leu Gin His Thr 

20 25 30 
Phe Gin Gin His His Leu His Arg Pro Glu Gly Gly Thr Cys Glu 

35 40 45 

Val He Ala Ala His Arg Cys Cys Asn Lys Asn Arg He Glu Glu 

50 55 60 

Arg Ser Gin Thr Val Lys Cys Ser Cys Leu Pro Gly Lys Val Ala 

65 70 75 

Gly Thr Thr Arg Asn Arg Pro Ser Cys Val Asp Ala Ser He Val 

80 85 90 

He Gly Lys Trp Trp Cys Glu Met Glu Pro Cys Leu Glu Gly Glu 

95 100 105 

Glu Cys Lys Thr Leu Pro Asp Asn Ser Gly Trp Met Cys Ala Thr 

110 H5 120 

Gly Asn Lys He Lys Thr Thr Arg He His Pro Arg Thr 

125 130 



<210> 3 
<211> 1705 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> misc_feature 

<223> Incyte Clone No: 999661 

<400> 3 

ggctttccca gcaagcaggg actgaggggg 
agggcctgtt tcattgaggt ttggagagtg 
ccccgagaat ggttactgat agggagaggc 
aaggggatgg acttcatttt ggagaagctc 
gaaggtcagc agggctgact gggtcgagcc 
cctcgcctct gtgctctctc accagggaaa 
aagtggggta agggctgctg gtctctggcc 
tgtgggcccc tggctcccgc cccctcgggc 
gtagcgccag gaaggggaca ggtgctgaga 
agggagctga attgaactgg aggatgtcgg 
gcttggctca gggcccagct tatgctaaca 
cgcctgattg ctgagtgtca tctcaacccc 
cctggggacg gggacagaga gatggcatct 
ccaggctgcc ctgctccacc ccacgtctgg 
gacgtccttc ctaacagtcc gccctacttc 



atagtcccca acacatgggc cccagggaga 60 
ttgagggtaa gctaacctgt caccccacgc 120 
cttttccttg caggagatgg cgtctaccag 180 
aaccatgggg actgggtgca tatcttccca 24 0 
cccccagtat gagcgggatg ggctcccaag 3 00 
gtgaacatga gttccgaatt cctgcgtttc 360 
acagccatcc tcccggccca gagatggccc 42 0 
tggcttgtat gggggtagat gggcgtgttt 48 0 
ctaggcctgc ctctcgcagg ggcttgccca 54 0 
gggtggcagt ggccagaggc tggcacagaa 600 
tttctacctc ccccctgggc aggaatcggg 660 
atcatcctgc ccctgtggca tgtcggtgag 720 
ggggtggggg gcctgggact ccctctggtc 780 
ccttctgtcc actgtgctgc aggaatgaat 840 
ccccgctttg gacagaaaat cactgtgctg 900 
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atcgggaagc ccttcagtgc cctgcctgta ctcgagcggc tccgggcgga gaacaagtcg 960 
gctgtggaga tgcggaaagc cctgacggac ttcattcaag aggaattcca gcatctgaag 1020 
actcaggcag agcagctcca caaccacctc cagcctggga gataggcctt gcttgctgcc 1080 
ttctggattc ttggcccgca cagagctggg gctgagggat ggactgatgc ttttagctca 1140 
aacgtggctt ttagacagat ttgttcatag accctctcaa gtgccctctc cgagctggta 1200 
ggcattccag ctcctccgtg cttcctcagt tacacaaagg acctcagctg cttctcccac 1260 
ttggccaagc agggaggaag aagcttaggc agggctctct ttccttcttg ccttcagatg 1320 
ttctctccca ggggctggct tcaggaggga gcatagaagg caggtgagca accagttggc 1380 
taggggagca gggggcccac cagagctgtg gagaggggac cctaagactc ctcggcctgg 144 0 
ctcctaccca ccgcccttgc cgaaccagga gctgctcact acctcctcag gtgggccgca 1500 
ggcgggaaaa gcagcccttg gccagaagtc aagcccagcc acgtggagcc tagagtgagg 1560 
gcctgaggtc tggctgcttg cccccatgct ggcgccaaca acttctccat cctttctgcc 162 0 
tctcaacatc acttgaatcc tagggcctgg gttttcatgt ttttgaaaca gaaccataaa 1680 
gcatatgtgt tgggccaaaa ggttt 1705 



<210> 4 
<211> 812 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> misc_f eature 

<223> Incyte Clone No: 1415354 



cactggagtg gggatggtcc atcggcaact ataaactgat tctcatcagg aaactgcaca 60 
ttatctcccc atcacttcaa aggtctcgtc aggcagaggt gacgccagga gatgatttaa 120 
aggtgaaaat gacaaggttt ccacccctca aaccttggct ccttttctga caatacagtc 180 
tgaatgaacc cgatgtcttt ttttttactg tggaaatagg atcggaagag agtaacattt 240 
tttttttaat cctgataaag aagattgttg ggaagctctt tgaaaaaaaa ttttaaattg 300 
tggcacagat ggattttaaa aagtgttaga tctttccaat gaacactaat agagtactct 360 
gctcttggct ggatttttca gagaatggca atggtctctg cgatgtcctg ggtcctgtat 42 0 
ttgtggataa gtgcttgtgc aatgctactc tgccatggat cccttcagca cactttccag 480 
cagcatcacc tgcacagacc agaaggaggg acgtgtgaag tgatagcagc acaccgatgt 540 
tgtaacaaga atcgcattga ggagcggtca caaacagtaa agtgttcctg tctacctgga 600 
aaagtggctg gaacaacaag aaaccggcct tcttgcgtcg atgcctccat agtgattggg 660 
aaatggtggt gtgagatgga gccttgccta gaaggagaag aatgtaagac actccctgac 720 
aattctggat ggatgtgcgc aacaggcaac aaaattaaga ccacgagaat tcacccaaga 780 
acctaacaga agcatttgtg gtagtaaagg aa 812 



<210> 5 
<211> 292 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> misc_feature 

<223> GenBank ID No: 1263110 

<400> 5 

Met Pro Leu His Val Lys Trp Pro Phe Pro Ala Val Pro Pro Leu 



<400> 4 



1 5 10 15 

Thr Trp Thr Leu Ala Ser Ser Val Val Met Gly Leu Val Gly Thr 
20 25 30 

Tyr Ser Cys Phe Trp Thr Lys Tyr Met Asn His Leu Thr Val His 
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35 40 45 

Asn Arg Glu Val Leu Tyr Glu Leu lie Glu Lys Arg Gly Pro Ala 
50 55 60 

Thr Pro Leu lie Thr Val Ser Asn His Gin Ser Cys Met Asp Asp 
65 70 75 

Pro His Leu Trp Gly He Leu Lys Leu Arg His He Trp Asn Leu 
80 85 90 

Lys Leu Met Arg Trp Thr Pro Ala Ala Ala Asp He Cys Phe Thr 
35 100 105 

Lys Glu Leu His Ser His Phe Phe Ser Leu Gly Lys Cys Val Pro 
HO 115 120 

Val Cys Arg Gly Ala Glu Phe Phe Gin Ala Glu Asn Glu Gly Lys 
125 130 135 

Gly Val Leu Asp Thr Gly Arg His Met Pro Gly Ala Gly Lys Arg 
140 145 150 

Arg Glu Lys Gly Asp Gly Val Tyr Gin Lys Gly Met Asp Phe He 
155 160 165 

Leu Glu Lys Leu Asn His Gly Asp Trp Val His He Phe Pro Glu 
170 175 180 

Gly Lys Val Asn Met Ser Ser Glu Phe Leu Arg Phe Lys Trp Gly 
185 190 195 

He Gly Arg Leu He Ala Glu Cys His Leu Asn Pro He He Leu 
200 205 210 

Pro Leu Trp His Val Gly Met Asn Asp Val Leu Pro Asn Ser Pro 
215 220 225 

Pro Tyr Phe Pro Arg Phe Gly Gin Lys He Thr Val Leu He Gly 
230 235 240 

Lys Pro Phe Ser Ala Leu Pro Val Leu Glu Arg Leu Arg Ala Glu 
245 250 255 

Asn Lys Ser Ala Val Glu Met Arg Lys Ala Leu Thr Asp Phe He 
260 265 270 

Gin Glu Glu Phe Gin His Leu Lys Thr Gin Ala Glu Gin Leu His 
275 280 285 

Asn His Leu Gin Pro Gly Arg 
290 
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